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Figure S1: The disruption and complementation of MaCsbD. (A) The knockout and complement
schematic diagram of MaCsbD. (B) PCR was used to verify the complementary strains of MaCsbD. (C)
Transcription-level analysis of MaCsbD in WT, AMaCsbD, and CP strains. Asterisks indicate
significant differences (*** p < 0.001; ns, not significant) as determined by one-way ANOVA with
Tukey’s test..



